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XH O]—-—- E/\i @
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AMPe] 9J3f} Hfol @ |3}E 4= Ql= ZAoltt, o|d FAS
8 0}04 v Sanford G4429] Kyle Roux BHAMAT1E
Arololi= AR A A pBirA & Aol A E2)
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ZFEoHkS-(spatial—resolved reaction)& H o5 &9l
3 4= 9191T}12 o] & pBirAZ o] 83t A thul A W)
HE o AFAEo sl &85 o] 274 Centro-
some(2014)'%, ubiquitin E3 ligase substrate(2015)'4,
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HhSAIZHE @ 2] ISk S Al ZrfR]of] Holol ST
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%___]
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0] e AEof EAlsHA ok 1 Tl 44
Qleke Zoltk, 2 e oA
EofA= o= A=Y false nega-
tive7t EASHA H=t] EHL-APEXES WA RlEE
cao}l 712 ZAek= Aoz A ok R Tl A S 1)
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E
/EDP_Q_E 1]5_%-]\.9.11“ Q1 80% 94 1:/_1-15]_' 7&%_&_ xH ﬂ/%] %7{] Eﬂ o] 4.Hung, V.; Zou, P.; Rhee, H. W, Udeshi, N. D.; Cracan, V.; Svinkina, T.;
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